VERSION WITH MARKINGS TO SHOW CHANGES MADE 



In the Claims 

I . (Once Amended) An array comprising at least one pattern of probe oligonucleotide 
spots stably associated with the surface of a solid support, wherein each probe oligonucleotide 
spot of said pattern corresponds to a target nucleic acid and comprises an oligonucleotide probe 
composition made up of long oligonucleotide probes that range in length from about 50 to 120 nt 
nucleotides . 

3. (Once Amended) The array according to Claim 2, wherein each probe 
oligonucleotide spot in said pattern corresponds hybridizes to a different target nucleic acid. 

Cancel Claim 4. 

Cancel Claim 5. 

Cancel Claim 6. 

10. (Once Amended) The array according to Claim 1, wherein the density of spots on 
said array dees do not exceed a density of about 1000/cm . 

I I . (Once Amended) The array according to Claim 10, wherein the density of spots on 
said array dees do not exceed a density of about 400/cm 2 . 

12. (Once Amended) The array according to Claim 1, wherein the number of spots on 
said array rangc3 range from about 50 to 50,000 in number . 
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1 3 . (Once Amended) The array according to Claim 1 , wherein the number of spots on 
said array ranges range from about 50 to 10,000 in number . 



14. (Once Amended) An array comprising a pattern of probe oligonucleotide spots 
covalently bound to the surface of a solid support, wherein each probe oligonucleotide spot 
corresponds to a target nucleic acid and comprises a long oligonucleotide probe composition 
made up of long oligonucleotides of from about 60 to 100 nt nucleotides in length , wherein each 
of said long oligonucleotide probes exhibits substantially the same high hybridization efficiency 
with its respective target and low level of non - specific hybridization . 

16. (Once Amended) The array according to Claim 15, wherein each probe 
oligonucleotide spot in said pattern corresponds hybridizes to a different target nucleic acid. 

17. (Once Amended) The array according to Claim 15, wherein two or more probe 
oligonucleotide spots in said pattern correspond hybridize to the same target nucleic acid. 

18. (Once Amended) The array according to Claim 14, wherein the length of each of 
said unique oligonucleotides ranges from about 65 to 90 nucleotides in length . 

19. (Once Amended) The array according to Claim 14, wherein the density of spots on 
said array dees do not exceed a density of about 1000/cm . 

20. (Once Amended) The array according to Claim 14, wherein the density of spots on 
said array dees do not exceed a density of about 400/cm . 

2 1 . (Once Amended) The array according to Claim 14, wherein the number of spots on 
said array ranges range from about 50 to 50.000 in number . 
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22. (Once Amended) The array according to Claim 14, wherein the number of spots on 
said array ranges range from about 50 to 10,000 in number . 



23. (Once Amended) An array comprising a pattern of probe oligonucleotide spots of a 
density that does not exceed about 400 spots/cm 2 covalently attached to the surface of a glass 
support, wherein each probe oligonucleotide spot corresponds to a different target nucleic acid 
m& comprises an oligonucleotide probe composition made up of long oligonucleotides of from 
about 65 to 90 nt nucleotides in length , wherein each of said long oligonucleotides has 
substantially the same high hybridization efficiency for its corresponding target and the 
substantially the same low level of non - specific hybridization . 

Please add the following new claims: 

—36. The array according to Claim 1, wherein any variance in hybridization efficiency among 
any to probes of said array does not exceed about 10-fold. 

37. The array according to Claim 14, wherein any variance in hybridization efficiency among 
any to probes of said array does not exceed about 10-fold. 

38. The array according to Claim 23, wherein any variance in hybridization efficiency among 
any to probes of said array does not exceed about 10-fold. ~ 
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